Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.008 Å; R factor = 0.035; wR factor = 0.104; data-to-parameter ratio = 20.6.
The title compound, C 10 H 11 I 2 NO, was prepared by the reaction of 3,5-diiodosalicylaldehyde with propylamine in ethanol. The molecule adopts an E conformation with respect to the C N bond and the aromatic ring. The aromatic ring and the imino unit are close to being coplanar, with a dihedral angle of 2.6 (3) between their planes. This planarity is assisted by the formation of an intramolecular O-HÁ Á ÁO hydrogen bond.
Related literature
For the biological activity of Schiff base compounds, see: Chohan et al. (2012) ; Yan et al. (2011) ; Zhang et al. (2011) . For their use as ligands in coordination chemistry, see: You et al. (2008) ; Xu et al. (2009); Chen et al. (2010) ; Cui et al. (2011) . For standard bond distances, see: Allen et al. (1987) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (5) 2.567 (6) 138 (7) Data collection: SMART (Bruker, 1998) ; cell refinement: SAINT (Bruker, 1998) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: SJ5194).
Figure 1
The molecular structure of the title compound, showing the atom labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. An intramolecular hydrogen bond is indicated by a dashed line. Special details Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2,4-Diiodo-6-[(propylimino)methyl]phenol

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq I1 0.14060 (4) 0.18844 (7) 0.522554 (12) (4) Geometric parameters (Å, º) I1-C5 2.090 (5) C5-C6 1.377 (7) I2-C3 2.097 (5) C6-H6 0.9300 N1-C7 1.282 (8) C7-H7 0.9300 N1-C8 1.471 (7) C8-C9 1.520 (9) O1-C2 1.324 (7) C8-H8A 0.9700 O1-H1 0.900 (10) C8-H8B 0.9700 C1-C6 1.400 (7) C9-C10 1.523 (9) C1-C2 1.424 (7) C9-H9A 0.9700 C1-C7 1.449 (7) C9-H9B 0.9700 C2-C3 1.409 (7) C10-H10A 0.9600 C3-C4 1.386 (8) C10-H10B 0.9600 C4-C5 1.405 (7) C10-H10C 0.9600 C4-H4 0.9300
